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Abstract

(bHLH) transcription factors, which play a “hub” role in plant growth and development. PIFs are involved in the

The plant phytochrome interacting factors (PIFs) belong to the family of basic helix-loop-helix

regulation of photomorphogenesis, skotomorphogenesis, abiotic stress, circadian clock, flowering, seed germina-
tion, and shade avoidance syndrome. This review mainly introduces the latest research progress of PIFs transcrip-
tion factors involved in the regulation of plant growth and development. This review summarizes and prospects
the research status of PIFs transcription factors, which provides a reference for further exploring the function and
mechanism of PIFs transcription factors.

Keywords  PIFs; plant growth and development; transcription factors; signal transduction

HREEMAEGS, AEEMEKEENZ
A7, Y6 & (phytochrome, phy)fe 21 ) Fliz 41
IR, & — Rl It R E A, LB ERK
5 R B L R A(phyA) D65 K B(phyB)
Tt E C(phyC). JEBUE R D(phyD) ML E (L
E(phyE)". SRt 3R HAT 206U Y (Pr) Az 21
W RS (PAY), IF 58 R IR, Prye & N R 5 6 ik, EZD6G
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NP, et & E IR T (phytochrome interact-
ing factors, PIFs)5 Je Bt =PIkl LA, J& T 5%
Wk H 3: 2019-05-06 F2U H HH: 2019-06-19

R FbHLHZ 5 55 155N . PIF3 & oo K I fg
% 5 PhyBAIPhy AAH BAF H I s AP, B4 L,
Ul B I¥ (Arabidopsis thaliana)F K BIPIFs K jit 5 71>
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TWEAER . PIFsZ 5 Tk, IR R 55 AMB IR
BEE U AEDE. MR FERMENTTRGES,
RN AR N R P . e, JF
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1 PIFSIENASEAL., IIFIRER SR

LR T+ 41 P AR OGS I R 42 LA SR A,
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SAURI14/16/503: R 15, fRfE 11 e t; 75 2%
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RIS 3T, 325 SAUR14/16/505: K (3235, 48T
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JE5 FPIFs[E ML T A AL, PIFsTE 2AMS
FEAFAEAR B S T A L, PIFSH FAxt T I A
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F ) DY 245 Kpifq (PIF1. PIF3. PIF4. PIFS)Z&E I H
TS A 6 Y, 2 WIPIFSTE TR 1T R0 T A ik
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PIF3, M BH 1EBIN27E S B i R Ak B fif PIF 31,
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Fig.1 The major processes of phytochrome interacting factors (PIFs) involved in plant growth and development
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